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What is Proksee? N ,

e Numerous options are available for customizing the map, tracks,

o Proksee is an analytical toolkit and high-performance genome browser for legend, captions, labels, ruler, dividers and more

rapid and in-depth characterization of bacterial genomes and plasmids.
e Colours are easily changed with a custom colour picker —» [

e Proksee makes it easy to annotate a bacterial genome and create high-
quality, publication-ready genome maps

Font

e Fonts for any map text can be altered =P | cans Seri Bl T 14
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o Proksee is designed to be user friendly, responsive, easy to maintain and e

extensible.

e Proksee is available here: proksee.ca

Decoration

e Features can have different decorations —» = = ..

\ Features can also be drawn with shading — e e

D) D)

v
Start a Project Download
Choose Tool Start Tool Add Results to Map e PNG Images
Proksee accepts 3 types of input for starting a project: Display Regions Download Tools Jobs | . : :
y g Start Prokka Annotation Job X Add Prokka Results X - Bltmap'based |mag es u p to 8 , OOOX8 ,OOO pX
Search...
o Ge nome fl IeS ~ Genome Annotation 3 Start a Prokka annotaion Job using the map sequence. Once the Job is Prokka found the following:
ORFs m complete the results can be added to the map as a new Track. e Features: 2723 o SVG I mag es
—_— G e n ban k, E M B L, O r FASTA CARD Resistance Gene Identifier Job Name Choose a Track and Legend for these features or use the defaults. _ VeCtO r_ based i m ages
. . . . Prokka Annotation
- NCBI accession can be provided instead of file Prokka [ New Track Prokka Anotaion
S b 1 O M b v Userbata 2 BaCte.ria Choose or create a track. o J so N
_ eq u e nces Can e u p to p Features m * Annotation mode # Legend
Genus By Type .
. Plots [ Add | Other Ch t legend for the added features. If By Type is chosen, th -
- Annotations are added to map e —_. - o e S Map files that can be saved and reloaded later
Genetic_code for a type, it will be created.
GC Skew m Bacterial and Plant Plastid
o Seq uence reads COM’NG SOON GC Content m The genetic code to use for translated BLAST searches. . - Don't forget to to your map ‘ o Seq uence Data
: ¥ Seduence Comparison 1 — — - Whole genome or any selection of features
= FASTQ fl IeS (FO rward and Reve rse) BLAST Cancel Cancel g y
- - Features can be downloaded as DNA or AA
- Files up to 1 GB each - - - - - - -
P Annotation Tools. A growing collection of integrated tools is provided to the user for performing
: : : e Annotation Results
e JSON various analyses and the results are easily added to the map for comparison to other features.
. . . v
- Map files created by Proksee or CGView.|s
File Viewer Data Card Live Log
NC_007793 Poster Saved NC_007793 Poster Saved NC_007793 Poster Saved
About Map Prokka Annotation X About Map Prokka Annotation X About Map Prokka Annotation X
2 Job: Prokka Annotation complete Yy » Job: Prokka Annotation complete 57 2 Job: Prokka Annotation complete ¢
b4 Name Kind Size > length_bp gene EC_number  COG product > [15:52:01] Date: 2022-05-10
Files v = Prokka Annotation [prokka-23254] Folder 32.32M Files 1113 F COG1195 DNA licati s [15:52:01] Project: al8fbd@a-1a99-4c00-8b29-338a702d5b54
» 1 Input Foder  2.74M 13 rec COG 1195 replicatic [15:52:01] Tool: Prokka [1.0.0]
Proa bata B> output_prokk Fold 29'24M Prokiabata 1955 o et coeiEr DA gyrase s Prokka Data ﬁ::igﬂ Moricing directory created E .
v . : : orkKin lrectory create 60%
g 05 F::o_l(i:e: oTeiZ 163M [3 » 2,664 gyrA 5.6.2.2 COGO188 DNA gyrase s Log [15:52:01] Writing CGView dZta to files: o Optlonal user aCCOU ntS prOVIde
9
O) prokka.ffn Text  247M [3 1,515 hutd 4313 Histidine amr lis:52:02] starting Jo - proka. 200 MB for pro Ject sto rage ame Logout
. . . . . [ prokka.gbk Text 5.63M & 1,287 sers 6.1.1.11 Serine--tRNA "cor.1tiglgs"=>"input}contigs",_"jobName"'=>"Prokka Annotation",
o Interactlve maps are Vlewed Wlth the CGVIGW-JS prokka,gb'; . — TeXt_ Defau“- _*. I _. 696 hypothetical ¢ IEE?E?E;T;::;;E;R:& ;Fg;;‘r]\:;cgigt/is:zgigzm et 1 L e i storagequats 60%
. . .\ == T AeeWSY v . Yy  \ A |uocus NC_007793_Contig_1 279860 bp  DNA linear 330 hypothetical £ Pr°|.‘a” . prokka “W°.rki”9di" PROJECT_DIR/prokka/23254 ® N O n = u Se r p rOJ eCtS a re d e I eted 2000018
g enome b rowser (https ://JS . CgV' ew. Ca) al IOW' ng DR INITION Genus s pecies strain strain. 969 metxA  2.3.1.31 C0G2021 HomoserineC| T sosser T35 8
VERSION ; . : ) sastazisradidone. oomade  osseda | 12-20M7]
. . . gogﬁggzlw genus species 1 ZZ: adpP 51450 cOG3887 ZiZ:iztll_T’\l; [[):le(iz.?iluz:ri]:l:aosggifgiwprokka/23254/output_prokka ——force 7 dayS after the IaSt Save date Escherichiacol.. Today = Today  398.41K
navigation and zooming down to the sequence level oo i ' = . Careri proda iirgton bncteria g 11 —cos 4
COMMENT ::2;:?‘/:‘/33it:ig%g;?g:e;ii};rcf,;;:, 447 rpll 50S ribosoma input/contigs >> PROJECT_DIR/prokka/23254/log 2>&1
FEATURES Location/Qualifiers 1,401 dnaC 3.6.4.12 COG0305 Replicative DN 152: is i .14,
ssssss e el wrten by st Sncnan 4
Lines: ~1,647/85,464 Size: 100,000/5,903,876 B More All Data Source: output_prokka/prokka.tsv <torsten.seemann@ymail.com>

Annotation Results. The results can be examined or downloaded with the integrated file
viewer. Data cards are tool specific and use specialized viewers for tabular data, HTML reports
and images. A live log shows the real time progress of jobs running on the server.

Implementation

e Maps can viewed in a circular or linear format v S ot 4 e
° ritten in Ruby on Rails and JavaScript

Poster Map : Annotation tools use Bioconda for external dependencies

The Staphylococcus aureus USA300 (MRSA) genome (NC_007793) was submitted to
Proksee. DNA BLAST was performed against the S. aureus reference genome
(NC_007795). The CARD Resistance Gene ldentifier, Prokka, ORF,
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